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ACCATGTAGCGGCCCTGCGCGCTCGCTCGCTCACT6AGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGT 
CGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTTGTAGTTAAT 
GAnAACCCGCCATGCTACnATCTACGTAGCCATGCTCTAGGGMnGGCCGCGGMTTTCGACTCTAGGCCAnG 
CATACGnGTATCTATATCATMTATGTACATTTATAnGGCTCATGTCCMTATGACCGCCATGnGACAnGATT 
AnGACTAGnAnMTAGTAATCAAnACGGGGTCATTAGnCATAGCCCATATATGGAGnCCGCGnACATAAC 
nACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCAnGACGTCAATAATGACGTATGnCCCATA 
GTMCGCCMTAGGGACTnCCAnGACGTCMTGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCA 
AGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACA 
T(^CCnACG(^CTnCCTACnGGCAGTACATCTACGTATTAGTCATCGCTAnACCATGGTGATGCGGTTTTGG 
CAGTACACCMTGGGCGTGGATAGCGGTnGACTCACGGGGATnCCMGTCTCCACCCCATTGACGTCAATGGGAG 

THGITITGGCACCAAMTCMC^ 

GGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGC 

TGTTnGACCTCCATAGMGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCATTGGAACGCGGATTCC 

CCGTGCCAAGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGCATGCTATACTGT 

TTnGGCTTGGGGCCTATACACCCCCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGTTAT 

TGACCAnAnGACCACTCCCCTAnGGTGACGATACTnCCAnACTMTCCATMCATGGCTCTTTGCCACAACT 

ATCTCTATTGGCTATATGCCMTACTCTGTCCTTCAGAGACTGACACGGACTCTGTATTTTTACAGGATGGGGTCCA 

TnAnATnACAMnCACATATACMCAACGCCGTCCCCCGTGCCCGCAGTTTTTATTAAACATAGCGTGGGATC 

TCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTC 

CCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAA 

TGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCT 

CGCACCTGGACGCAGATGGMGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGTTGTTGTATTCTGATAA 

GAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGC 

GCGCGCCACCAGACATAATAGCTGACAGACTAACAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCACCGTCGTC 

GACCTMGMnCAGGCCTMGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAGGGAGACCACAACGGTTTCCCTC 

TAGCGGGATCAATTCCGCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTGTCT 

ATATGmTmCCACCATAnGCCGTCTmGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCncnGACGAGC 

ATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAAGCAGTTCCTCTGGA 

AGCnCTTGAAGACAAACAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAACCCCCCACCTGGCGACAGGTGCCTCT 

GCGGCCAAAAGCCACGTGTATAAGATACACCTGCAAAGGCGGCACAACCCCAGTGCCACGTTGTGAGTTGGATAGTT 

GTGGAAAGAGTCAAATGGCTCTCCTCAAGCGTATTCAACAAGGGGCTGAAGGATGCCCAGAAGGTACCCCATTGTAT 

GGGATCTGATCTGGGGCCTCGGTGCACATGCTnACATGTGTnAGTCGAGGTTAAAAAAACGTCTAGGCCCCCCGA 

ACCACGGGGACGTGGTTTTCCTTTGAAAAACACGATAATACCATGGCCGCCGGGAGCATCACCACGCTGCCAGCCCT 

GCCGGAGGACGGCGGCAGCGGCGCTTTCCCGCCGGGCCACTTCAAGGACCCCAAGCGGCTGTACTGCAAGAACGGGG 

GCncnCCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGCGAGAAGAGCGACCCACACATCAAACTACAA 

CnCMGCAGAAGAGAGAGGGGnGTGTCTATCAAAGGAGTGTGTGCAMCCGnA^^ 

MtMACTAGCnCTMTGTGHACAGAC^ 

ACCGGTCMGGAAATACACCAGTTGGTATGTGGCACTGAAACGAACTGGGCAGTATAAACTTGGATCCAAAACAGGA 

CCTGGGCAGAMGCTATACTTTncnCCMTGTCTGCTMI^GCTGATCnMTGGCAGCATC 

CATGAAGCTGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGCCCTGGAAGTTGCCACTCCAGTGCCCACC 

AGCCnGTCCTMTAAMnMGTTGCATCATTnGTCTGACTAGGTGTCCTTCTATAATATTATGGGGTGGAGGGG 

GGTGGTATGGAGCAAGGGGCAAGTTGGGAAGACAACCTGTAGGGCCTGCGGGGTCTATTGGGAACCAAGCTGGAGTG 

CAGTGGCACAATCTTGGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTTG 
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0 



TTGGGATTCCAGGCATGCATGACCAQGCTCAGCTAATTTTTGTITTTTTG^ 
(^G6CTGGTCTCCMCTCCTMTCTC^GGTGATCTACCCACCnGGCCTCCCAMTT6CTGG6ATTACA6GCGT6AA 

CCACTGCTCCCnCCCTGTCCTTCTGV\TTTTAAAATAACTATACCAGCAGGAGGACGTCCAGACACAGCATAGGCTA 
CCTGGCCATGCCCMCCGGTGGGACATTTGAGTTGCTTGCTTGGCACTGTCCTCTCATGCGTTGGGTCCACTCAGTA 
GATGCCTGnGMnATCGGATCCACTACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGC 
CATCTGnGTnGCCCCTCCCCCGTGCCnCCnGACCCTGGAAGGTGCCACTCCCACTGTCCTnCCTMTAAAAT 
GAGGAMnGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGA 
GGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCCA 
AnCCCTAGAGCATGGCTACGTAGATMGTAGCATGGCGGGTTAATCATTAACTACAAGGAACCCCTAGTGATGGAG 
nGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGC 
CCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCAGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGA 
TCATCCAGCCGGCGTCCCGGAAMCGAnCCGMGCCCMCCTTTCATAGAAGGCGGCGGTGGAATCGAAATCTCGT 
GATGGCAGGnGGGCGTCGCTTGGTCGGTCATnCGMCCCCAGAGTCCCGCTCAGMGMCTCGTCMGMGGC(^A 
1 TAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAG 
□ CTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 
0 ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCG 
3 TCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTG 
8 ATCGACM(^CCGGCnCCATCCGAGTACGTGCTCGCTC(^TGC(^TGTTTCGCnGGTGGTCGMTC^ 
Ui CCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGAC 
AGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGC 
0 GCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGT 
^ CGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGT 
i> TGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCAT 
n GCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCA 
III TCCAGTTTACTnGCAGGGCTTCCCMCCnACCAGAGGGCGCCCCAGCTGGCMTTCCGGTTCGCTTGCTGTCCAT 
AAMCCGCCCAGTCTAGCTATCGCCATGTMGCCCACTGCMGCTACCTGCTnCTCmGCGCTTGCGTTTTCCCT 
TGTCCAGATAGCCCAGTAGCTGACATTCATCCGGGGTCAGCACCGTnCTGCGGACTGGCTTTCTACGTGTTCCGCT 
TCCTnAGCAGCCCTTGCGCCCTGAGTGCnGCGGCAGCGTGMGCTGTCMnCCGCGnAMTTTnGnAAATC 

AGCTCATlTIT[MCCMTAGGCC(W\ATCGGCAAMTCCCnATAMTCAAM 

TGnGHCCAGlTTGGMCMGAGTCCACTAnAMGMCGTGGACTCCMCGTCAMGGGCGAA^ 

AGGGCGATGGCGGATCAGCTTATGCGGTGTGAMTACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTC 

TTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGG 

TMTACGGnATCCACAGMTCAGGGGATMCGCAGGAMGMCATGTGAGCAAMGSCCAGCAAMGGCCAGGAAC 

CGTAAAMGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG 

TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG 

nCCGACCCTGCCGCmCCGWCTGTCCGCCTnCTCOT^ 
TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCG 

CTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTG 

GTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACT 

AGMGGACAGTATnGGTATCTGCGCTCTGCTGMGCCAGTTACCTTCGGAAAMGAGTTGGTAGCTCTTGATCCGG 

CAAACAMCCACCGCTGGTAGCGGCGGTTTmGmGCMGCAGCAGAnACGCGCAGAAAAA^ 

AGATCCTTTGATCTTTTCTTACTGAACGGTGATCCCCACCGGAATT 
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Nucleotide Sequence of pDlO-VEGFuc 



TCTmTTCAnATTOCT^ 

TGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCAnGACGTCMTMTGACGTATGnCCCATAGTMCGCCMTAGGGACTTTCCAn 
GGGTGGAGTATnACGGTAMCTGCCCACTTGGCAGTACATCMGTGTATCATATGCCMGTCCGCCCCCTAnGACGTCMTGACGGTAMTG 

IGGCAHATGCCCAGTACATGACCTO 

CACCMTGGGCGTGGATAGCGGTnGACTCACGGGGATnCCMGTCTCCACCCCAnGACGTCMTGG^ 
nCCAAMTGTCGTAATMCCCCGCCCCGlTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATMG 

ATCGCCTGGAtmCATCCACGCTGT™ 

CCGTGCCMGAGTGACGTMGTACCGCCTATAGACTCTATAGGCACACCCCTnGGCTCTTATGCATGCTATACTGTTTT^ 

CCGCTCCnATGCTATAGGTGATGGTATAGCnAGCCTATAGGTGTGGGnAnGACWnAn 

MTCCATMCATGGCTCTTTGCCACMCTATCTCTATTGGCTATATGCCMTACTCTGTCCnCAGAGACTGACACGGACTCTGTA 

GTCCATnAnATTTACAMnCACATAT 

GnCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTCCCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTC 
CTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGG 
AGATTGGGCTCGCACCTGGACGCAGATGGMGACnAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAG 

TCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGCGCGCGCCACCAGACATAATAGCTGACAGACTAACAGAC 

TGnCCTTTCCATGQGTCTTnCTGCAGTCACCGTCGTCGACCTMGMnCGCCCTTCGAM 

GCCnGCTGCTCTACCTCCACCATGCCMGTGGTC^ 

CTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGGTGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTTCAAGCCATCCTGTGTGCCCC 
TGATGCGATGCGGGGGCTGCTGCMTGACGAGGGCCTGGAGTGTGTGCCCACTGAGGAG 

GGCCAGCACATAGGAGAGATGAGCnCCTACAGCACMCAMTGTGMTGCAGACCAMGAMGATAGAGCMGACMGAAMTCCCTGTGGGCCn^ 
AGAGCGGAGAMGCATnGTnGTACM(M 

MCGTACTTGCAGATGTGACAAGCCGAGGCGGTGAGCCGGGCAGGAGGMGGAGCCTCCCTCAGGGTn 
TACAGAMGGGCGMnCAGGCCTMGCTTCCTAGGTATCGATCTCGAGCMGTCTAGAM 

TCAGCCTCGACTGTGCCnCTAGnGCCAGCCATCTGnGnTGCCCCTCCCCCGTGCCnCCnGACCCTGGMGGTGCCACTCCCACTGTCCTTTCCTA 
ATAAMTGAGGAMHGCATCGCAnGTC^^ 

GCAGGGGGGTGGGCGMGMCTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCTAGCMGTCCCATCAGTGATGGAGTTGGCCACTCCCTCTCTGC 

GCGCTCGCTCGCTCACTGAGGCCGGGCGACCAMGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCT 

TGTnGCTCCAGACTCTCAGGCMTGACCTGATAGCCTTTGTAGAGACCTCTCAAAMTAGCTACCCTCTCCGGCATGMTTTATCAGCTAGMC 

ATATCATATTGATGGTGATTTGACTGTCTCCGGCCTTTCTCACCCGTnGAATCTTTACCTACACAnACTCAGGCAT^^ 

CTAAAMTTlTTATCCnGCGnGMTAAAGGCTTCTCCCGCAAMGTAnACAGGGT 

GCTnATT(nTMlTTT(ffl^ 

TTTCACACCGCATATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGG 
GCnGTCTGCTCCCGGCATCCGCnACAGACMGCTGTGACCGTCTCCGGt^GCTGCATGTGTCAGAGGTTn 
AAAGGGCCTCGTGATACGCCTATTTnATAGGnMTGTCATGATMTMTGGTncnAGACGTCAGGTGGCAC 
CTATnGTnATTTnCTAMTACAnCAMTATGTATCCGCTCATGA 



Fig. 22A 



AnCMCATnCCGTGTCGCCCnAnCCCT^^ 
TCAGnGGGTKAOTOTACATCGMCTGGATCTCMCAGCGGTM^^ 
HMGnCTGCTATGIGGCGCGGTAHATCCCGTAn^ 
TCAC(MMCAGAAAAGCATCnA$^ 

GACMCGATCGGAGGACCGMGGAGCTMCCGCTTlTrTGCACMCATGGGGGATCATGTMCTCGCCnGATCGn^ 

TACCAMCGACGAGCGTGACACCACGATGCCTGTAGCMTGGCMCMCGnGCGCAMCTAnMCTGGCGMCT^^ 

nMTAGACTGGATGGAGGCGGATAMGnGCAGGACCACTTCTGCGCTCGGCCCnCCGGCTGGCTGGTTTAnGCTGATA^ 

TGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTMGCCCTCCCGTATCGTAGnATCTACACGACGGGGAGTCAGGCMCTATGGAT 

ATAGACAGATCGCTGAGATAGGTGCCTCACTGAnMGCATTGGTMCTGTCAGACCAAGTTTACTC^^ 

TMTnAAAAGGATCTAGGTGAAG ATCCTTT ITGATMTC^ 

GATCAMGGATCnCnGAOTTTTTmCTGCGCGTMTCTGCTGCnG^ 

AGCTACCMCTCTTTnCCGMGGTMCTGGCnCAGC^GAGCGCAGATACCAMTACTGTCCnCTAGTGTAGCCGTAGn^ 

TCTGTAGCACCGCCTACATACCTCGCTCTGCTMTCCTGTTACCAGTGGCTGCTGCCAGTGGCGATMGTCGTGTCnACCGGGTTGGACTCAAGACGATA 

GnACCGGATMGGCGCAGCGGTCGGGCTGMCGGGGGGnCGTGCACACAGCCCAGCnGGAGCGMCGACCTACACCGM^ 

AGCTATGAGAMGCGCCACGCnCCCGMGGGAGAAAGGCGGACAGGTATCCGGTMGCGGO\GGGTCG 

GGAMCGCCTGGTATCTnATAGTCCTGTCGGGTnCGCCACCTCTGACnGAGCGTCGATTTnGTGATGCTCG 

CGCCAGCMCGCGGCCTTTTTACGGnCCTGIGCCTTnGCTGGCCTTnGCTC^ 

CCGCCm{^GT(^GCTGATACCGCTCGCCGCAGCCGMCGACCGAGCGCAGCGAGTCAGTGAGCGAGGMGCGGMGAGCG^ 

CTCCCCGCGCGnGGCCGAnCAnMTGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCC 

GGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 
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Nucleotide Sequence of p010-SFU-l 



TrAART(^nCTGGCACCCCTGTMCCATMTCAnCCGMGCMGGTGT6ACTTn 

======= 

^Ssssssssssssssss 



Ssassssssssssssssss 

ssssssssssssssssss 
Sssssasssssssssssss 

SSmmtmcgctcgccgcakcwcgacot^ 

CMACCGCCTOCttCGCffiGra 

CTnGGTCGCCCGKCTCAGTGAGCGAGCGAGCGCGCAGAGAGBGAGTGGCCAACTCCATCACTGAT 
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HumanFGF-20 



atggctcccttagccgaagtcgggggctttctgggcggcctggagggcttgggccagcag 
MAPLAEVGGFLGGLE6LGQQ 

gtgggttcgcatttcctgttgcctcctgccggggagcggccgccgctgctgggcgagcgc 
VGSHFLLPPAGERPPLLGER 

aggagcgcggcggagcggagcgcgcgcggcgggccgggggctgcgcagctggcgcacctg 
RSAAERSARGGPGAAQLAHL 

cacggcatcctgcgccgccggcagctctattgccgcaccggcttccacctgcagatcctg 
H G I L R R R Q L Y C R T G F H L Q I L 

cccgacggcagcgtgcagggcacccggcaggaccacagcctcttcggtatcttggaattc 
PDGSVQGTRQDHSLFGILEF 

atcagtgtggcagtgggactggtcagtattagaggtgtggacagtggtctctatcttgga 
I S V A V G L V S I R G V D S G L Y L G 

atgaatgacaaaggagaactctatggatcagagaaacttacttccgaatgcatctttagg 
MNDKGELYGSEKLTSECIFR 

gagcagtttgaagagaactggtataacacctattcatctaacatatataaacatggagac 
EQFEENWYNTYSSNIYKHGD 

actggccgcaggtattttgtggcacttaacaaagacggaactccaagagatggcgccagg 
TGRRYFVALNKDGTPRDGAR 

tccaagaggcatcagaaatttacacatttcttacctagaccagtggatccagaaagagtt 
SKRHQKFTHFLPRPVOPERV 

ccagaattgtacaaggacctactgatgtacacttga 
PELYKOLLMYT 
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Mouse FGF-21 cONA in pGEM-T 

qagcgcagccctgatggaatggatgagatctagagttgggaccctgggactgtgggtccg SEQ ID NO 
MEWMRSRVGTLGLWVR SEQ ID NO 

actgctgctggctgtcttcctgctgggggtctaccaagcataccccatccctgactccag 
L L L A V F L L G V Y Q A Y P I P D S S 

ccccctcctccagtttgggggtcaagtccggcagaggtacctctacacagatgacgacca 
PLLQFGGQVRQRYLYTDDDQ 

0 agacactgaagcccacctggagatcagggaggatggaacagtggtaggcgcagcacaccg 
0 D T E A H L E I R E 0 G T V V G A A H R 



•II 

.c; 

W 



caqtccagaaagtctcctggagctcaaagccttgaagccaggggtcattcaaatcctggg 
SPESLLELKALKPGVIQ1LG 



tqtcaaagcctctaggtttctttgccaacagccagatggagctctctatggatcgcctca 
0 VKASRFLCQQPDGALYGSPH 

Ul 

'?! ctttqatcctgaggcctgcagcttcagagaactgctgctggaggacggttacaatgtgta 
5 FDPEACSFRELLLEDGYNVY 

111 

ccagtctgaagcccatggcctgcccctgcgtctgcctcagaaggactccccaaaccagga 
Q S E A H G L P L R L P Q K D S P H Q D 

tgcaacatcctggggacctgtgcgcttcctgcccatgccaggcctgctccacgagcccca 
ATSWGPVRFLPMPGLLHEPQ 

agaccaagcaggattcctgcccccagagcccccagatgtgggctcctctgaccccctgag 
OQAGFLPPEPPDVGSS'DPLS 

catggtagagcctttacagggccgaagccccagctatgcgtcctgactcttcctgaatc 
MVEPLQGRSPSYAS 
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MflArTTRCGGCCGCGGMTTTCGACTCTAGGCCATTGCATACGTTGTATCTATATCATAftTATGTACATTTATATTGGCTCATGTCCMTATGAK 
GGCCGGGMCGGTGCAnGGAACGCGGAnCCCCGTGCCMGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTT^CT^ 

SotaE» 
SgcE 




TCAGTfflTMOTCTCCCTCTCTGCGCGCTO^ 
GGATIMGAATTCCTGATGCGGTATTnCTCCTTACGCATCTGTGOTATnCACACCM 
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TGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGC6CCCT6ACGG6CTTGTCTGCTCCCGGCATCCGCTTACAGAC 

MGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGA^ 

ATAGGTTMTGTCATWTMTMTGGTITC^ 

CAnCMTATGTATCCGCTCATI^M^ 

GGGAGCGGCGATACCGTAMGCACGAGGMGCGGTCAGCCCAnCGCnCAGCMTATCACGGGTAGCCMCGCTATGTCCTGATAGCGGTCCGCCA 

CACCCAGCCGGCCACAGTCGATfMCCAGA^ 

GCCGTCGGGWTGCGCGCCnGAGCCTGGCGAACAGnCGGCTraGAGCK 

TCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCnGGTGGTCGMTGGGCAGGTAGCCGGATCMGCGTATGCAGCCGCCGCATTGCATCAG 
CCATGATGGATACIHCTCGGCAGGAGCMGGTGAGATGACAGGAGATCCTGCCCCGG^ 

GACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGG 

TCGGTCnGACAAAMGAACCGGGCGCCCCTGCGCTGACAGCCGGMCACGGCGGCATCAGAGCAGCCGAnGTCTGnGTGCCCAGTCATAGCCG^ 

ATAGCCTCTCCACCCMGCGGCCGGAGMCCTGCGTGCMTCCATCnGTTCMTCATGCGAMCGATCCTCATCCTGTCTCnGATCAGATCT^ 

TCCCCTGCGCCATCAGATCCnGGCGGCMGAMGCCATCCAGmACTnGCAGGGCnCCCMCCnACCAGAGGGCGCCCCAGCTGGCAATTCC 

GGnCGCnGCTGTCCATAAMCCGCCCAGTCTAGCTATCGCCATGTMGCCCACTGCMGCTACCTGCTnCTCTnGCGCTTGCG 

TCCAGATAGCCCAGTAGCTGACAnCATCCGGGGTCAGCACCGmCTGCGGACTGGCTnCTACGTGnCCGCnCCmAGCAGCCCTTGCGCCC 

TGAGTGCnGCGGCAGCGTGMGCTGTCMnra^^ 

TATAMTCAAAAGAATAGCCCGAGATAGGGnGAGTGTTGnCCAGmG 

GAAAMCCGTCTATCAGGGCGATGGCGGATCAGCnATGCGGTGTG^W\TACCGCACAGATGCGTMGGAGAAMTACCGCATCAGGCGCTCTTCCG 

CTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGG 

GGATMCGCAGGAAAGMCATGCGGCGCGCCACATGTGAGCAAMGGCCAGCAAAAGGCCAG(^CCGTW 

ATAGGCTCCGCCCCCCTGACGAGCATCACAAAMTCGACGCTCMGTCAGAGGTGGCGAMCCCGACAGGACTATAMGATACCAGGCGTTTCCCCC 

TGGMGCTCCCTCGTGCGCTCTCCTGnCCGACCCTGCCGCnACCGGATACCTGTCCGCCmCTCCCnCGGGMGCGTGGCGCTTTCTCATAGC 

TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG 

GTMCTATCGTCnGAGTCCMCCCGGTMGACACGACnATCGCCACTGGCAGCAGCCACTGGTMCAGGATTAGCAGAGCGAGGTATGTAGGCGG 

TGCTACAGAGncnGMGTGGTGGCCTMCTACGGCTACACTAGMGGACAGTATnGGTATCTGCGCTCTGCTGMGCCAGnACCTTCGGAA^ 

AGAGTTGGTAGCTCTTGATCCGGCAMCAMCCACCGCTGGTAGCGGCGGTTTTnGlTrGCMGCAGCAGATTACGCGCAGAAA 

AGMGATCCTnGATCTTncnACTGMCGGTGATCCCCACCGGMnGCGGCCCATGnClTTCCTGCGn^ 

TATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGMCGACCGAGCGCAGCGAGTCAGTGAGCGAGGMGCGGMGAGCGCCCMTAC 

AMCCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGA 

CCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 
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